o
1144 sle T ook ( ’/’W
e

AY~YY
S (G535l 9 Hiadg3s)

aw slf gL DNMTs Glbgs ‘s&ﬂe W)y

PCR-SSCP g y 31 08wl b

90w (Solugl Slxw @

Ol e b5 e b5 o8sils 66355187 oSl o s p sl )| ol )87 st o 2305
(s oy 5)4IMg SBY SUA@0 @

Ol e b5 e il o8Caits (55 5LEST 0aSCiils ¢ ol e 03 Ll
Ol Lo il o

Ol el e ol ol (555 5LaS oSl ¢ ol o gle 03 8 L0
L B I

Ot el e ol ol (555 5aS 0dSiils ¢ ol o gle 03 8 5L30

WAV il 3 iy sl YAV (30 a3 b
CAFBATIVOO+ 1 gns oy 55 _poles o Lok

Email: Mehdi.valleh@uoz.ac.ir

10.22092/asj.2019.124714.1847  :(DOI) Jbusxs > awlid e

9 Jobo plod waT P Ju 58 (oee (8 & Wb (B3 Gl o (2 o b 1 (B DNA Ogpudhiio
DNA calgils (slas! cullzd 4 ouns jobo 43 DNA (gasdlaio L0518  Jokw (S 00 Lalisee £1g31 10 O Oy (S oI b
B 399 4 Sl ol 0318 Ol .0y S DNMT3b g DNMT3a DNMTL slayi Jols (DNMTS) 31 jausl 5 ko
Ol Pl 5 Bua 10 0518 OlsIailiug 95 Wi 039 305 9 (i (2955 Wl d g (550 O J1 @5l 3 5hos 95 il 495
4 S0 09 (Sl I 35 Wi 039 b UT iyl g il 5 i DNA o03lgils SO bz (ow) s Ga20
gl 195 Ab pLosil 89 45 S8 b 31 00litsl b DNA gl el .l os 4 (il 367 (3 1+ 31 (S5l 90
£ 09yl )0 2Bl9 (53 cax> 1Y axlad DNMTL o5 FY 9571 1o 2819 (S3b ca> 1 1€ Sladstad Ll e 3959 Sl
4 Nad W0 e b (Slo i) STl dawgi DNMT3D 03 ¥ gyl 50 2819 (S3b o> Y+Y 4axlad 9 DNMT3a
Ol STy 9 el o 5T (b S5 Salwady PCR-SSCP g5 1 Sud S0s3 5 (AChNz 3929 (o) y gt
bl g . Cb1d () Drg0 SBAIGS plod 1O (SNl (STl £4i5 3959 pus » IV LS byl .S F ooliiul o &
EF89 e gy ORIl p IV Vil (v 3390 (19 90 (K3 Eoif ovdlin pus &5 vy 0 B 4 adllae opl S
390 g 50 S E¥ SUisl Al ool W wlel g Egoxe 30 310 5 390 Cure> 4O el b pe>

AL (g0 (S BB Sl 957 0 S Do >Nl S AL 30 Fg0 S sl Sl Cagr (o)

PCR-SSCP ¢ st 58 ( Sk (DNMTS) 31,0l 5 Jize DNA (slaiss 1 suls™ sro3lg



1Y44 )\_@{c‘_snbt,bgfi} AYF oyl

Animal Science Journal (Pajouhesh & Sazandegi) No 126 pp: 73-82
Analysis of polymorphism in DNMTSs genes in Sistani cattle Using PCR-SSCP Method.

1- Sajjad Shahdadi Sardo, M.Sc, Department of Animal Science, Faculty of Agriculture, University of
Zabol, Zabol, Iran

2- Mehdi Vafaye Valleh, Associate Professor, Department of Animal Science, Faculty of Agriculture,
University of Zabol, Zabol, Iran.

3- Gholamreza Dashab, Associate Professor, Department of Animal Science, Faculty of Agriculture,
University of Zabol, Zabol, Iran.

4- Mohammad Rokouei, Associate Professor, Department of Animal Science, Faculty of Agriculture,
University of Zabol, Zabol, Iran.

Received: January 2019 Accepted: March 2019

DNA methylation is one of the most recognized epigenetic pathways that plays an important role in
controlling the process of cell differentiation and regulating patterns of gene expression in various
cell lines. This process mainly depends on the activity of the members DNA methyl transferase
(DNMTs) family, including DNMT1, DNMT3a and DNMT3b. It has been shown that the
occurrence of any changes in the function of these genes has a significant effect on both the embryo
development and birth weight in mammals; therefore, the aim of the present study was to investigate
the presence of DNA polymorphisms in the members of DNA methyl transferase superfamily and its
relationship with birth weight in Sistani cattle’s. Blood sampling was done randomly from 60 Sistani
cows. DNA extraction was performed using phenol chloroform method. Candidate region for the
presence of functional polymorphism within the DNMTs gene including the 114-bp fragment of the
exon 33 of the DNMT1 gene, the 176-bp fragment of the intron 4 of the DNMT3a gene, and the
207-bp fragment in intron 3 of the DNMT3b gene were amplified by polymerase chain reaction.
PCR-SSCP followed by polyacrylamide gels silver stain analysis was done to evaluate the presence
of candidate mutations in target gens. The result analysis of all analyzed region did not show any
mutations in the investigated samples. Based on the results of this study, it seems that the lack of
observation of genetic diversity in the studied regions could be related to the evolutionary selection
against occurrence of specific mutations in the analyzed population. In general, based on the results
of this study, analysis of genetic diversity in the studied genomic region may not be effective in
identifying effective markers for breeding programs in Sistani cows.

—[ Key words: DNA methyl transferase Genes (DNMTSs), polymorphism, Sistani cattle, PCR-SSCP ]7
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